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Allen E. Van Deynze Director  Seed Biotechnology  

Associate Director Plant Breeding Center,  

University of California, Davis, CA, 95616 

Education: 

Postdoctorate 1995  Cornell University  

 Molecular Genetics 

Ph.D in Agriculture  1993  University of Guelph, Canada 

 Plant Breeding 

Work Experience: 

2019-Present Seed Biotechnology Center, UC Davis, Director 

2014- Present Plant Breeding Center, University of California, Davis, CA 

 Associate Director.  

2002-Present Consultant-design and oversee field and molecular analysis of transgenic 

traits in crops; incorporation of genomics in plant breeding in field and 

vegetable crops; plant breeding; biotechnology regulations, coexistence in 

production systems 

2002- 2019 Seed Biotechnology Center, University of California, Davis, CA 

 Director of Research.  

1999- 2001 Celera AgGen, Davis, CA, USA, 95616,  Senior Scientist.  

1995-1999 Calgene LLC, Monsanto Co., Davis, CA, USA, 95616, Plant Breeder 

Public sector service 

Co-founder of UC Davis Plant Breeding Academy(s); Advisor: Triticeae Coordinated Ag 

project, Cucurbits CAP I&II; Scientific Director, African Orphan Crops Consortium, Associate 

Editor of  Genome and The Plant Genome journals, Guest Associate Editor Genes: Orphan 

Crops, Past Chair US Plant Breeding Coordinating Committee, Co-Chair, Cucurbiticeae and 

Breeding for Food safety conference, Advances in Plant Breeding. Committees: American Seed 

Trade Association, California Seed Association, National Association of Plant Breeders 

Teaching and Course Development 

Professional courses including UC Davis Plant Breeding Academy (Africa, US, Europe, Asia), 

African Plant Breeding Academy Crispr, Advanced Plant Breeding, Lectures in Plant Sciences 

and Breeding 

Awards:  
2011 U.S. Department of Agriculture (USDA) Secretary’s Honor Award-Team award with 

Solanaceae, Barley and Wheat Coordinated Agricultural Projects. 

2012 American Society of Horticulture, best publication with broad impact. 

2014 National Association of Plant Breeders Service Award. 

2015 Illumina Greater Good Award 

2016 National Council of Commercial Plant Breeders Public Breeder Award 

2018 International Pepper Conference Lifetime Achievement Award 

2019 UC Davis Excellence in Research award 

Grants Summary: USDA NIFA, OREI, SCRI, NSF, BARD, AGRA, FFAR, commodity boards 

and private $50,000-$5M averaging $1,000,000/year. 

Research Interest: Molecular genetics, plant breeding theory and application of genomics and 

biotechnology, Pepper and spinach breeding, Plant breeding education, orphan crops 
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Societies and Memberships 

US Plant Breeding Coordinating Committee –Past Chair; National Association of Plant 

Breeders; Crop Science Society; California Seed Association; American Seed Trade Association; 

American Phytopathology Society, ASHS 
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