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University Partners

College of Agricultural 

and Environmental Sciences

21 Departments

400 Faculty and Extension Specialists

Department of Plant Sciences

Three Sections:

Agricultural Plant Biology

Crop and Ecosystem Sciences

Horticultural Sciences

80 Faculty and Extension Specialists

Industry-University Cooperative 

Research Program (IUCRP). 

UC Discovery grants form 

partnerships among UC, Industry 

Sponsor and State of California.

http://ucdiscoverygrant.org/index.asp


ÅEstablished in 1999.

ÅSupported by UC Davis College of Agricultural & 

Environmental Sciences in partnership with the 

California Seed Association, California Crop 

Improvement Association, and the seed and plant 

biotechnology industries.

ÅThe Seed Advisory Board (marketing order) 

representing the California seed industry contributes 

to core staff and operating costs.

ÅAdditional support from extramural grants and 

courses.

Seed Biotechnology Center



To mobilize the research, educational and outreach 

resources of the University of California,

in partnership with the seed and 

plant biotechnology industries, 

to facilitate discovery and commercialization

of new germplasm and seed technologies

for agricultural and consumer benefit.

Mission
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Kent Bradford

Academic Director

Allen Van Deynze

Research Director
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Executive Director



Cathy Glaeser

Jeanette Martins

Program 

Representative

Jamie Miller

Postdoctoral fellow

Assistant Director

Seed Biotechnology Center

Joy Patterson

Plant Breeding 

Academy

Diane Nelson

Communications

Donna Van Dolah

Administrative 

Assistant

Jessica Lund, Nick Eattock, 

Kevin Stoffel, Theresa Hill, 

Hamid Ashrafi ïSBC Lab



SBC University Research Partners

http://sbc.ucdavis.edu/About_the_Center/SBC_University_Research_Partners.htm



Plant Reproductive Biology Building

$1.2 million raised in a capital 

campaign was invested in a 

new building.

The building is now shared with 

faculty in Plant Sciences, 

Nutritional Genomics, and the 

Public Intellectual Property 

Resource for Agriculture.



Ralph M. Parsons Foundation

Plant Transformation Facility

ÅFacility provides transformation 

services for many species.

ÅServes both faculty and 

extramural clients.

ÅContact David Tricoli, manager 

dmtricoli@ucdavis.edu 

530-752-3766



SBC Focus Areas

Partnerships

ÅResearch

ÅEducation

ÅPublic Service

ÅOutreach

(see posters for more details)



ÅResearch in cotton, tomato, potato, lettuce, pepper, and carrots 
to identify and develop DNA-based markers to support plant 
breeding in these crops.

ÅA number of strategies are being employed, including DNA 
sequencing, microarrays, and genetic mapping.
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Research ïTrait Identification and Integration



http://cgpdb.ucdavis.edu/
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Xhao Lai

Development of Genomic Resources



Lettuce Microarray Consortium

AFFYMETRIX

Tools for Large-scale Genetic Mapping

http://ucdiscoverygrant.org/index.asp


Lettuce GeneChip®
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High Resolution Mapping of QTL in Lettuce
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Pepper GeneChip®

Pepper Microarray Consortium
Allen Van Deynze, Alex Kozik and Jim Prince

http://www.syngenta.com/en/index.aspx
http://www.bayercropscience.com/
http://www.seminis.com/
http://ucdiscoverygrant.org/index.asp


Maximum parsimony tree 

derived from 19,951 SFPs 

accounting for 7,167 

polymorphic sequences. 

Pepper Systematics


